0,96

Sakowa_XP_006812839.1_PREDICTED_helix-loop-helix_protein_1-like_[Saccoglossus_kowalevskii]

0,64

Xetrop_XP_031752269.1_helix-loop-helix_protein_2_[Xenopus_tropicalis]

0,94

0,88

0,99

Stpurp_XP_003729804.1_helix-loop-helix_protein_1_[Strongylocentrotus_purpuratus]

Dareri_XP_009303009.1_helix-loop-helix_protein_2_isoform_X1_[Danio_rerio]

Hosapi_NP_005590.1_helix-loop-helix_protein_2_[Homo_sapiens]

- Brbelc_XP_019631149.1 PREDICTED_helix-loop-helix_protein_2-like_[Branchiostoma_belcheri]

— Brlanc.Nhlh_BLAG04001532

Xetrop_XP_002937307.1_helix-loop-helix_protein_1_[Xenopus_tropicalis]

0,86

Hosapi_NP_005589.1_helix-loop-helix_protein_1_[Homo_sapiens]

0,05

Sccani_XP_038657966.1_helix-loop-helix_protein_2_[Scyliorhinus_canicula]

0.2

Pemari_XP_032800853.1_helix-loop-helix_protein_1_[Petromyzon_marinus]



